Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.050; wR factor = 0.182; data-to-parameter ratio = 13.2.
In the title compound, C 19 H 25 NO 2 , the dihedral angle between the benzene rings is 53.15 (8) . One of the -OH groups forms an intramolecular O-HÁ Á ÁN link, generating an S(6) ring. The other -OH group forms an intermolecular O-HÁ Á ÁN hydrogen bond in the crystal, generating centrosymmetric R 2 2 (20) loops.
Related literature
For the synthesis, see: Chirachanchai et al. (2009) . For metalresponsive properties of N,N-bis(2-hydroxybenzyl)alkylamines, see: Veranitisagul et al. (2011) . For the use of N,Nbis(2-hydroxybenzyl)alkylamines in the synthesis of macrocyclic molecules, see: Rungsimanon et al. (2008) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA O1-H 0 Á Á ÁN 1.03 (3) 1.71 (3) 2.6895 (18) 156 (2) O2-H 00 Á Á ÁO1 i 0.94 (3) 2.02 (4) 2.9114 (18) 158 (2)
Figure 2
The packing structure of compound (Hydrogen bonds indicated by dash lines). Secondary atom site location: difference Fourier map Hydrogen site location: inferred from neighbouring sites All H-atom parameters refined
2-{[(2-Hydroxy-3,5-dimethylbenzyl)(methyl)amino]methyl}-4,6-dimethylphenol
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.27 e Å −3 Δρ min = −0.26 e Å −3 Special details Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.5039 (2) 0.38818 (10) (7) 0.0452 (7) 0.0506 (7) −0.0098 (5) 0.0196 (6) 0.0038 (5) N 0.0436 (7) 0.0421 (7) 0.0366 (7) 0.0005 (5) 0.0092 (5) 0.0067 (5) C1 0.0477 (8) 0.0374 (8) 0.0446 (9) 0.0025 (6) 0.0148 (7) 0.0026 (6) C14 0.0455 (8) 0.0447 (9) 0.0392 (8) 0.0025 (6) 0.0059 (6) 0.0098 (7) C10 0.0697 (11) 0.0510 (10) 0.0369 (9) −0.0053 (9) 0.0038 (8) 0.0053 (7) C2 0.0483 (8) 0.0428 (9) 0.0521 (10) 0.0064 (7) 0.0093 (7) −0.0029 (7) C6 0.0434 (8) 0.0437 (9) 0.0415 (9) 0.0027 (6) 0.0124 (6) 0.0056 (7) 
